?^ Bto ™!! l ? y SyStemS Branch of the s ^n«fic and Technical Information 
Cent? r (STIC) detected errors when processing the following computer readable 

Application Serial Number: /O/Qt/o J%f 

Source: n/P£ ~ 

Date Processed by STIC: 

THE ATTACHED PRINTOUT EXPLAINS DETECTEDERRORS 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER- 
1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THF 
APPLICANT, WITH A NOTICE TO COMPLY or, MMumuuiON TO THE 

2> SoTlS tS cSm^LY CANT ^ FAXSNG A C0PY ° F THIS PRINTOUT ' ™H A 
FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216 
PATENTIN 2.1 e-mail help: patin21help@uspto.2ov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@usDto.ff ov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM, ACCESSIBLE THROUGH THE U.S. PAT ENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.Eov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there 

a possmmty that the disk/CD-Rom may have been affected by treatment given to all incoming n^il 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom 

Any reply including a sequence listing in electronic form s hould NOT be sent to the 20231 zip rn H. address for the 

Un.tea States Patent and Trademark Office and instead should h. V, blowing to J gSgBffig 

1 EFS-Bio(<http:// www.uspto.gov/ebc/efs/downloads/documents.htm> . EFS Submission 
User Manual - ePAVE) 

3 2 ' tS^r^SS,^ "* ^ B ° X Sttpw P °- B ° X 2327 > Arl ^ ton ' VA 22202 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7* Floor, Examiner Name 
Sequence ^formation, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 

Sin P Q atC 2 In? en ^ k ,° ffiCe ' B ° X Sec l uence » ^tomer Window, Lobby, Room 1B03, Crystal Plaza Two 
201 1 South Clark Place, Arlington, VA 22202 ' 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and trademark Office 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 

Revised OJ/29/2002 




Page 1 of 5 




OIPE 
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RAW SEQUENCE LISTING DATE: 10/07/2002 

PATENT APPLICATION : US/10/040 , 281 TIME: 14:21:42 

Input Set : A:\Biogenl.app 

Output Set: N:\CRF4\10072002\J040281.raw 

<110> APPLICANT: Browning, Jeffrey L 
Ware, Carl 

<120> TITLE OF INVENTION: LYMPHOTOXIN BETA, LYMPHOTOXIN BETA COMPLEXES , 
PHARMACEUTICAL PREPARATIONS AND THERAPEUTIC USES 
THEREOF 

<130> FILE REFERENCE: B129 CIP2 DIV2 

<14 0> CURRENT APPLICATION NUMBER: US/10/04 0 , 2 8 1 Q08S HOI COMPLY 



<141> CURRENT FILING DATE: 2001 

<160> NUMBER OF SEQ ID NOS : 23 
<170> SOFTWARE: Patentln Ver. 2 



-11-07 



ConBcted Diskette Needec 
ft 1 



ERRORED SEQUENCES 



E--> 



243 
244 
245 
246 
248 
E--> 249 
252 
253 
254 
255 
257 
258 
288 
289 
290 
291 
293 
294 
295 
297 
298 
300 
317 
318 
319 
320 
322 
E--> 323 
324 



<210> SEQ ID NO: 9 
<211> LENGTH: 17 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
EQUENCE : 9 
get cytcytc 
To 



<400> 
gtyt. 

<210>~SEQ ID NO: 
<211> LENGTH: 17 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 10 
gtytc ^ijjgtt cytcytc 



17 



if 



17 



ol 



E--> 



<210> V 'SEQ ID NO: 14" 
<211> LENGTH: 34 
<212> TYPE: PRT ' 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 14 
Gly Leu Glu Gly Arg Gly/xaa)Arg Leu Gin Gly Arg Gly Ser Leu Leu 

1 5 10 

Leu Ala Val Ala Gly Ala Thr Gly Leu Val Thr Leu Leu [Xaaf Xaa) Val 

20 25 \3X 

Pro lie 

<210> SEQ ID NO: 16 
<211> LENGTH: 25 

<212> TYPE: PRT ^ 
<213> ORGANISM: Homo sapiens P. J 

> SEQUENCE: 16 J 
Xaa J Gin Ala Phe Leu Thr Ser Gly Thr Gin Phe Ser Asp Ala Glu Gly 

5 10 15 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/040 , 281 



DATE: 10/07/2002 
TIME: 14:21:42 



Input Set : A:\Biogenl.app 

Output Set: N:\CRF4\10072002\J040281.raw 



326 Leu Ala Leu Pro Gin Asp Gly Leu Tyr 



327 



20 



25 



330 <210> SEQ ID NO: 

331 <211> LENGTH: 8 

332 <212> TYPE: PRT 

333 <213> ORGANISM: 



17 



Homo sapiens 
335 <AQ0> SEQUENCE: 17 r 
E--> 336 (Xaal Gin Gly Leu (Xaaf Xaa) Glu Thr 
337 



3 
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VARIABLE LOCATION SUMMARY DATE: 10/07/2002 

PATENT APPLICATION: US/10/040 f 281 TIME: 14:21:43 



Input Set : A:\Biogenl.app 

Output Set: N:\CRF4\10072002\J040281.raw 

Use of n's or Xaa' s (NEW RULES); 

Use of n's and/or Xaa's have been detected in the Sequence Listing, 

Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

in <220> to <223> section, please explain location of n or Xaa, and which 

residue n or Xaa represents. 

Seq# : 9 ; N Pos . 6 
Seq#:10; N Pos. 6 
Seq#:14; Xaa Pos. 7,30,31 
Seq# : 16 ; Xaa Pos . 1 
Seq#:17; Xaa Pos. 1,5,6 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/040, 281 



DATE: 10/07/2002 
TIME: 14:21:43 



Input Set : A:\Biogenl.app 

Output Set: N:\CRF4\10072002\J040281.raw 



L:12 M:270 C: Current Application Number differs, Replaced Current Application Number 

L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:249 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID# : 9 

L:258 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID# : 10 

L:294 M:340 E: (46) n n" or "Xaa" used: Feature required, for SEQ ID#:14 

M:340 Repeated in SeqNo=14 

L:323 M:340 E : (46) "n" or "Xaa" used: Feature required, for SEQ ID# : 16 
L:336 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID# : 17 
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B129SEQLIST.TXT 
SEQUENCE LISTING 



<110> Browning, Jeffrey L. 
ware, Carl 

<120> Lymphotoxin- Beta, Lymphotbxin- Beta 

Complexes, Pharmaceutical Preparations and Therapeutic Uses 
Thereof 

<130> B129USCP2DV2CN 

<140> 10/040,281 
<141> 2001-11-07 

<150> 08/466,254 
<151> 1995-06-06 

<150> 08/222,614 
<151> 1994-04-01 

<150> 07/990,304 
<151> 1992-12-04 

<150> PCT/US91/04588 
<151> 1991-06-27 

<150> 07/544,862 
<151> 1990-06-27 

<160> 23 

<170> FastSEQ for windows version 4.0 

<210> 1 
<211> 726 
<212> DNA 
<213> Homo Sapien 

<400> 1 

ctggggctgg agggcagggg tgggaggctc caggggaggg gttccctcct gctagctgtg 60 
gcaggagcca cttctctggt gaccttgttg ctggcggtgc ctatcactgt cctggctgtg 120 
ctggccttag tgccccagga tcagggagga ctggtaacgg agacggccga ccccggggca 180 
caggcccagc aaggactggg gtttcagaag ctgccagagg aggagccaga aacagatctc 240 
agccccgggc tcccagctgc ccacctcata ggcgctccgc tgaaggggca ggggctaggc 300 
tgggagacga cgaaggaaca ggcgtttctg acgagcggga cgcagttctc ggacgccgag 360 
gggctggcgc tcccgcagga cggcctctat tacctctact gtctcgtcgg ctaccggggc 420 
cgggcgcccc ctggcggcgg ggacccccag ggccgctcgg tcacgctgcg cagctctctg 480 
taccgggcgg ggggcgccta cgggccgggc actcccgagc tgctgctcga gggcgccgag 540 
acggtgactc cagtgctgga cccggccagg agacaagggt acgggcctct ctggtacacg 600 
agcgtggggt tcggcggcct ggtgcagctc cggaggggcg agagggtgta cgtcaacatc 660 
agtcaccccg atatggtgga cttcgcgaga gggaagacct tctttggggc cgtgatggtg 720 



<210> 2 
<211> 241 
<212> PRT 
<213> Homo Sapien 

<400> 2 

Leu Gly Leu Glu Gly Arg Gly Gly Arg Leu Gin Gly Arg Gly Ser Leu 

1 5 10 15 

Leu Leu Ala val Ala Gly Ala Thr ser Leu Val Thr Leu Leu Leu Ala 



gggtga 



726 
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20 








25 








30 






Val Pro 


lie Thr val 


Leu 


Ala 


Val 


Leu Ala 


Leu 


Val 


Pro 


Gin 


ASD 


Gin 




35 






40 








45 






Gly Gly 


Leu val Thr 


Glu 


Thr 


Ala 


Asp Pro 


Gly 


Ala 


Gin 


Ala 


Gin 


Gin 


50 






55 




60 










Gly Leu 


Gly Phe Gin 


Lys 


Leu 


Pro 


Glu Glu 


Glu 


Pro 


Glu 


Thr 


Asp 


Leu 


65 


70 








75 








80 


Ser Pro 


Gly Leu Pro 


Ala 


Ala 


His 


Leu lie 


Gly 


Ala 


Pro 


Leu 


Lys 


Gly 




85 








90 








95 


Gin Gly 


Leu Gly Trp 


Glu 


Thr 


Thr 


Lys Glu 


Gin 


Ala 


Phe 


Leu 


Thr 


Ser 


100 








105 








110 






Gly Thr 


Gin Phe Ser 


Asp 


Ala 


Glu 


Gly Leu 


Ala 


Leu 


Pro 


Gin 


Asp 


Gly 


115 




120 






125 




Leu Tyr 


Tyr Leu Tyr 


cys 


Leu 


Val 


Gly Tyr 


Arg 


Gly 


Arg 


Ala 


Pro 


Pro 


130 






135 




140 








Gly Gly 


Gly Asp Pro 


Gin 


Gly 


Arg 


Ser val 


Thr 


Leu 


Arg 


Ser 


Ser 


Leu 


145 


150 




155 








160 


Tyr Arg 


Ala Gly Gly 


Ala 


Tyr 


Gly 


Pro Gly 


Thr 


Pro 


Glu 


Leu 


Leu 


Leu 


165 




170 










175 




Glu Gly 


Ala Glu Thr 


val 


Thr 


Pro 


val Leu 


Asp 


Pro 


Ala 


Arg 


Arg 


Gin 


180 








185 






190 




Gly Tyr 


Gly Pro Leu 


Trp 


Tyr 


Thr 


ser val 


Gly 


Phe 


Gly 


Gly 


Leu 


val 


195 


200 






205 






Gin Leu 


Arg Arg Gly 


Glu 


Arg 


Val 


Tyr val 


Asn 


lie 


Ser 


His 


Pro 


Asp 


210 




215 






220 








Met val 


Asp Phe Ala 


Arg 


Gly 


Lys 


Thr Phe 


Phe 


Gly 


Ala 


val 


Met 


val 


225 


230 




235 








240 


Gly 

























<210> 3 
<211> 606 
<212> DNA 
<213> Homo Sapien 

<400> 3 

ctggccttag tgccccagga tcagggagga ctggtaacgg agacggccga ccccggggca 60 
caggcccagc aaggactggg gtttcagaag ctgccagagg aggagccaga aacagatctc 120 
agccccgggc tcccagctgc ccacctcata ggcgctccgc tgaaggggca ggggctaggc 180 
tgggagacga cgaaggaaca ggcgtttctg acgagcggga cgcagttctc ggacgccgag 240 
gggctggcgc tcccgcagga cggcctctat tacctctact gtctcgtcgg ctaccggggc 300 
cgggcgcccc ctggcggcgg ggacccccag ggccgctcgg tcacgctgcg cagctctctg 360 
taccgggcgg ggggcgccta cgggccgggc actcccgagc tgctgctcga gggcgccgag 420 
acggtgactc cagtgctgga cccggccagg agacaagggt acgggcctct ctggtacacg 480 
agcgtggggt tcggcggcct ggtgcagctc cggaggggcg agagggtgta cgtcaacatc 540 
agtcaccccg atatggtgga cttcgcgaga gggaagacct tctttggggc cgtgatggtg 600 
gggtga 606 

<210> 4 
<211> 201 
<212> PRT 
<213> Homo Sapien 

<400> 4 

Leu Ala Leu Val Pro Gin Asp Gin Gly Gly Leu val Thr Glu Thr Ala 

1 5 10 15 

Asp Pro Gly Ala Gin Ala Gin Gin Gly Leu Gly Phe Gin Lys Leu Pro 

20 25 30 

Glu Glu Glu Pro Glu Thr Asp Leu Ser Pro Gly Leu Pro Ala Ala His 

35 40 45 

Leu lie Gly Ala Pro Leu Lys Gly Gin Gly Leu Gly trp Glu Thr Thr 
50 55 60 
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Lys Glu Gin Ala Phe Leu Thr Ser Gly Thr Gin Phe Ser Asp Ala Glu 
65 70 75 80 

Gly Leu Ala Leu Pro Gin Asp Gly Leu Tyr Tyr Leu Tyr Cys Leu Val 

85 90 95 

Gly Tyr Arg Gly Arg Ala Pro Pro Gly Gly Gly Asp Pro Gin Gly Arg 

100 105 110 

Ser val Thr Leu Arg Ser ser Leu Tyr Arg Ala Gly Gly Ala Tyr Gly 

115 120 125 

Pro Gly Thr Pro Glu Leu Leu Leu Glu Gly Ala Glu Thr val Thr Pro 

130 135 140 

Val Leu Asp Pro Ala Arg Arg Gin Gly Tyr Gly Pro Leu Trp Tyr Thr 
145 150 155 160 

Ser val Gly Phe Gly Gly Leu val Gin Leu Arg Arg Gly Glu Arg Val 

165 170 ~ 175 

Tyr val Asn lie Ser His Pro Asp Met Val Asp Phe Ala Arg Gly Lys 

180 185 190 

thr Phe Phe Gly Ala val Met val Gly 
195 200 

<210> 5 
<211> 450 
<212> DNA 
<213> Homo sapien 

<400> 5 

ccgctgaagg ggcaggggct aggctgggag acgacgaagg aacaggcgtt tctgacgagc 60 
gggacgcagt tctcggacgc cgaggggctg gcgctcccgc aggacggcct ctattacctc 120 
tactgtctcg tcggctaccg gggccgggcg ccccctggcg gcggggaccc ccagggccgc 180 
tcggtcacgc tgcgcagctc tctgtaccgg gcggggggcg cctacgggcc gggcactccc 240 
gagctgctgc tcgagggcgc cgagacggtg actccagtgc tggacccggc caggagacaa 300 
gggtacgggc ctctctggta cacgagcgtg gggttcggcg gcctggtgca gctccggagg 360 
ggcgagaggg tgtacgtcaa catcagtcac cccgatatgg tggacttcgc gagagggaag 420 
accttctttg gggccgtgat ggtggggtga 450 

<210> 6 
<211> 149 
<212> PRT 
<213> Homo sapien 

<400> 6 

Pro Leu Lys Gly Gin Gly Leu Gly Trp Glu Thr Thr Lys Glu Gin Ala 

1 5 10 15 

Phe Leu Thr Ser Gly Thr Glh Phe Ser Asp Ala Glu Gly Leu Ala Leu 

20 25 30 

Pro Gin Asp Gly Leu Tyr Tyr Leu Tyr Cys Leu val Gly Tyr Arg Gly 

35 40 45 

Arg Ala Pro Pro Gly Gly Gly Asp Pro Gin Gly Arg Ser Val Thr Leu 

50 55 60 

Arg Ser ser Leu Tyr Arg Ala Gly Gly Ala Tyr Gly Pro Gly Thr Pro 
65 70 75 80 

Glu Leu Leu Leu Glu Gly Ala Glu Thr Val Thr pro Val Leu Asp Pro 

85 90 95 

Ala Arg Arg Gin Gly Tyr Gly Pro Leu Trp Tyr Thr Ser val Gly Phe 

100 105 110 

Gly Gly Leu Val Gin Leu Arg Arg Gly Glu Arg val Tyr Val Asn lie 

115 120 125 

Ser His Pro Asp Met Val Asp Phe Ala Arg Gly Lys Thr Phe Phe Gly 

130 135 140 

Ala val Met val Gly 
145 
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<210> 7 
<211> 156 
<212> DNA 
<213> Homo Sapien 

<400> 7 

ctggccttag tgccccagga tcagggagga ctggtaacgg agacggccga ccccggggca 60 
caggcccagc aaggactggg gtttcagaag ctgccagagg aggagccaga aacagatctc 120 
agccccgggc tcccagctgc ccacctcata ggcgct 156 

<210> 8 

<211> 52 

<212> PRT 

<213> Homo Sapien 

<400> 8 

Leu Ala Leu val Pro Gin Asp Gin Gly Gly Leu val Thr Glu Thr Ala 

1 5 10 15 

Asp Pro Gly Ala Gin Ala Gin Gin Gly Leu Gly Phe Gin Lys Leu Pro 

20 25 30 

Glu Glu Glu Pro Glu Thr Asp Leu Ser Pro Gly Leu Pro Ala Ala His 

35 40 45 

Leu lie Gly Ala 
50 

<210> 9 

<211> 17 

<212> DNA 

<213> Homo Sapien 

<220> 

<221> misc_feature 
<222> 6 

<223> n = A,T,C or G 
<400> 9 

gtytcnggct cytcytc 17 

<210> 10 

<211> 17 

<212> DNA 

<213> Homo Sapien 

<220> 

<221> misc_feature 
<222> 6 

<223> n = A,T,c or G 
<400> 10 

gtytcnggtt cytcytc 17 

<210> 11 

<211> 18 

<212> DNA 

<213> Homo sapien 

<400> 11 

atgggggcac tggggctg 18 

<210> 12 
<211> 19 
<212> DNA 
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<213> Homo Sapien 
<400> 12 

gcggccgctt tagagcaca 19 

<210> 13 

<211> 27 

<212> DNA 

<213> Homo Sapien 

<400> 13 

gacagtgata ggcaccgcca gcaacaa 27 

<210> 14 

<211> 34 

<212> PRT 

<213> Homo Sapien 

<220> 

<221> VARIANT 

<222> 7, 30, 31 

<223> Xaa = Any Amino Acid 

<400> 14 

Gly Leu Glu Gly Arg Gly xaa Arg Leu Gin Gly Arg Gly Ser Leu Leu 

1 5 10 15 

Leu Ala val Ala Gly Ala Thr Gly Leu val Thr Leu Leu Xaa xaa val 
20 25 30 

Pro He 



<210> 15 

<211> 25 

<212> PRT 

<213> Homo Sapien 

<400> 15 

Leu Pro Glu Glu Glu Pro Glu Thr Asp Leu Ser Pro Gly Leu Pro Ala 

1 5 10 15 

Ala His Leu lie Gly Ala Pro Leu Lys 
20 25 



<210> 16 

<211> 25 

<212> PRT 

<213> Homo Sapien 

<220> 

<221> VARIANT 
<222> 1 

<223> xaa = Any Amino Acid 
<400> 16 

xaa Gin Ala phe Leu Thr ser Gly Thr Gin Phe ser Asp Ala Glu Gly 

1 5 10 15 

Leu Ala Leu Pro Gin Asp Gly Leu Tyr 
20 25 



<210> 17 
<211> 8 
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<212> PRT 

<213> Homo sapien 

<220> 

<221> VARIANT 
<222> 1, 5, 6 

<223> Xaa = Any Amino Acid 
<400> 17 

xaa Gin Gly Leu xaa xaa Glu Thr 
1 5 

<210> 18 

<211> 5 

<212> PRT 

<213> Homo sapien 

<400> 18 

Ser Ser Leu Tyr Arg 

<210> 19 

<211> 26 

<212> PRT 

<213> Homo Sapien 

<400> 19 

Ala Gly Gly Ala Tyr Gly Pro Gly Thr Pro Glu Leu Leu Leu Leu Glu 

1 5 10 15 

Gly Ala Glu Thr val Thr Pro val Leu Asp 
20 25 

<210> 20 
<211> 233 
<212> PRT 
<213> Homo Sapien 

<400> 20 

Met Ser Thr Glu Ser Met lie Arg Asp Val Glu Leu Ala Glu Glu Ala 

1 5 10 15 

Leu Pro Lys Lys Thr Gly Gly Pro Gin Gly Ser Arg Arg Cys Leu Phe 

20 25 30 

Leu Ser Leu Phe Ser Phe Leu lie val Ala Gly Ala Thr Thr Leu Phe 

35 40 45 

Cys Leu Leu His Phe Gly Val lie Gly Pro Gin Arg Glu Glu Phe Pro 

50 55 60 

Arg Asp Leu ser Leu lie Ser pro Leu Ala Gin Ala Val Arg ser Ser 
65 70 75 ~ 80 

Ser Arg Thr pro Ser Asp Lys Pro val Ala His val Val Ala Asn Pro 

85 90 95 

Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arg Ala Asn Ala Leu 

100 105 110 

Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu val Val Pro Ser 

115 120 125 

Glu Gly Leu Tyr Leu lie Tyr ser Gin Val Leu Phe Lys Gly Gin Gly 

130 135 140 

Cys Pro Ser Thr His Val Leu Leu Thr His Thr lie Ser Arg lie Ala 
145 150 155 160 

Val Ser Tyr Gin Thr Lys val Asn Leu Leu Ser Ala lie Lys Ser Pro 
165 170 175 
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Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys Pro Trp Tyr Glu 

180 185 190 

Pro lie Tyr Leu Gly Gly val Phe Gin Leu Glu Lys Gly Asp Arg Leu 

195 200 205 

Ser Ala Glu lie Asn Arg Pro Asp Tyr Leu Asp Phe Ala Glu Ser Gly 

210 215 220 

Gin val Tyr Phe Gly lie He Ala Leu 

225 230 

<210> 21 
<211> 260 
<212> PRT 

<213> Murinae gen. sp. 
<400> 21 

Met lie Glu Thr Tyr Ser Gin Pro Ser Pro Arg Ser val Ala Thr Gly 

1 5 10 15 

Leu Pro Ala Ser Met Lys lie Phe Met Tyr Leu Leu Thr val Phe Leu 

20 25 30 

lie Thr Gin Met lie Gly ser Val Leu Phe Ala val Tyr Leu His Arg 

35 40 45 

Arg Leu Asp Lys val Glu Glu Glu val Asn Leu His Glu Asp Phe val 

50 55 60 

Phe He Lys Lys Leu Lys Arg Cys Asn Lys Gly Glu Gly Ser Leu Ser 
65 70 " 75 80 

Leu Leu Asn Cys Glu Glu Met Arg Arg Gin Phe Glu Asp Leu Val Lys 

85 90 95 

Asp lie Thr Leu Asn Lys Glu Glu Lys Lys Glu Asn Ser Phe Glu Met 

100 105 110 

Gin Arg Gly Asp Glu Asp Pro Gin lie Ala Ala His Val val Ser Glu 

115 120 125 

Ala Asn ser Asn Ala Ala Ser val Leu Gin Trp Ala Lys Lys Gly Tyr 

130 135 140 

Tyr Thr Met Lys Ser Asn Leu val Met Leu Glu Asn Gly Lys Gin Leu 
145 150 155 160 

Thr Val Lys Arg Glu Gly Leu Tyr Tyr Val Tyr Thr Gin Val Thr Phe 

165 170 175 

Cys Ser Asn Arg Glu Pro Ser ser Gin Arg Pro Phe lie Val Gly Leu 

180 185 190 

Trp Leu Lys Pro Ser lie Gly ser Glu Arg lie Leu Leu Lys Ala Ala 

195 200 205 

Asn Thr His ser Ser Ser Gin Leu Cys Glu Gin Gin Ser Val His Leu 

210 215 220 

Gly Gly val Phe Glu Leu Gin Ala Gly Ala Ser val Phe val Asn val 
225 230 235 240 

Thr Glu Ala ser Gin Val He His Arg Val Gly Phe Ser Ser Phe Gly 
245 250 255 

Leu Leu Lys Leu 
260 



<210> 22 
<211> 240 
<212> PRT 
<213> Homo Sapien 

<400> 22 

Gly Leu Glu Gly Arg Gly Gly Arg Leu Gin Gly Arg Gly Ser Leu Leu 
1 5 10 15 

Leu Ala Val Ala Gly Ala Thr ser Leu val Thr Leu Leu Leu Ala Val 

20 25 30 

Pro lie Thr val Leu Ala val Leu Ala Leu val Pro Gin Asp Gin Gly 
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35 40 45 

Gly Leu Val Thr Glu thr Ala Asp Pro Gly Ala Gin Ala Gin Gin Gly 

50 55 60 

Leu Gly Phe Gin Lys Leu Pro Glu gIu Glu Pro Glu Thr Asp Leu ser 
65 70 75 80 

Pro Gly Leu Pro Ala Ala His Leu lie Gly Ala Pro Leu Lys Gly Gin 

85 90 95 

Gly Leu Gly Trp Glu Thr Thr Lys Glu Gin Ala Phe Leu Thr ser Gly 

100 105 110 

Thr Gin Phe ser Asp Ala Glu Gly Leu Ala Leu Pro Gin Asp Gly Leu 

115 120 125 

Tyr Tyr Leu Tyr Cys Leu Val Gly Tyr Arg Gly Arg Ala Pro Pro Gly 

130 135 " 140 

Gly Gly Asp Pro Gin Gly Arg ser Val Thr Leu Arg Ser Ser Leu Tyr 
145 150 155 160 

Arg Ala Gly Gly Ala Tyr Gly Pro Gly Thr Pro Glu Leu Leu Leu Glu 

165 170 175 

Gly Ala Glu Thr val Thr pro val Leu Asp Pro Ala Arg Arg Gin Gly 

180 185 190 

Tyr Gly Pro Leu Trp Tyr Thr ser val Gly Phe Gly Gly Leu val Gin 

195 200 205 

Leu Arg Arg Gly Glu Arg val Tyr val Asn lie Ser His Pro Asp Met 

210 215 220 

val Asp Phe Ala Arg Gly Lys Thr Phe Phe Gly Ala val Met val Gly 
225 230 235 240 

<210> 23 
<211> 205 
<212> PRT 
<213> Homo Sapien 

<400> 23 
Met 1 
1 



50 

Ala His 
65 



130 
His Val 
145 



Pro 


Pro 


Glu 


Arg 
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